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* P value <0.05 as calculated using Student’s t-test.
Collectively, we demonstrate that the Maxpar Direct Immune Profiling Maxpar Direct Immune Profiling Assay Helios, a CyTOF system Maxpar Pathsetter software
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can be further expanded to accommodate specific needs of users. data may be analyzed by Maxpar Pathsetter software for automated analysis by default or customized models. * These authors contributed equally to the work presented.

Fluidigm Corporation For Research Use Only. Not for use in diagnostic procedures. References
. . 1. Simoni, Y. et al. “Bystander CD8+ T cells are abundant and phenotypically distinct in human tumour infiltrates.” Nature 557 (2018): 575-579.
2 Tower Place, Suite 2000, South San Franasco, CA 94080 USA 2. Bagwell, C.B. et al. “Multi-site reproducibility of a human immunophenotyping assay in whole blood and peripheral blood mononuclear cells preparations using
. © Fluidigm Corporation. All rights reserved. Fluidigm, the Fluidigm logo, Bringing new insights to life, CyTOF, Direct, Helios, Immune Profiling Assay, Maxpar, and CyTOF technology coupled with Maxpar Pathsetter, an automated data analysis system.” Cytometry Part B 98 (2020): 146—160.
+1 650 266 6000 . Toll-free in the US and Canada: 866 359 4354 Pathsetter are trademarks and/or registered trademarks of Fluidigm Corporation in the United States and/or other countries. All other trademarks are the sole i !‘—|TahdjadJ,J. et al. “Impaired type | interferon act|V|:t’y and gxacerbated mﬂa.m‘mato'ry responses in severe Covid-19 pa‘tlents. mngX/v(ZOZO). 2020.04.19.20068015.
: e Influence of Inflammation on Mental Health” — Retrieved from https://jp.fluidigm.com/articles/the-influence-of-inflammation-on-mental-health, on June 4, 2020.
fIUIdlgmcom property of their res pective owners. 07/2020 5. Jiang, J. et al. “OX40 signaling is involved in the autoactivation of CD4+CD28- T cells and contributes to the pathogenesis of autoimmune arthritis.” Arthritis

Research & Therapy 19 (2017): 67.



